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Education

2011 PhD in computational biology, Carnegie Mellon University
Dissertation topic: Modeling the Space of Subcellular Location Patterns Using Images and Other Sources of Information,
advised by Prof. Robert F. Murphy.

2006 MSc in computer science, Instituto Superior Técnico (Technical University Lisbon)
Dissertation topic: Bayesian Network Parameter Estimation Using Noisy Observations or Soft Evidence, advised by Prof.
Arlindo Oliveira.

2004 BSc in computer science, Instituto Superior Técnico (Technical University Lisbon)
Graduated top of my class.

Professional experience

2023-present Associate Professor (Queensland University of Technology)

2018-2023 Junior Principal Investigator (Fudan University)

2013-2018 Postdoctoral researcher at European Molecular Biology Laboratory (EMBL), Bork Lab

2012 Postdoctoral researcher at Instituto de Medicina Molecular (Lisbon), Mhlanga Lab

Scholarships & awards

2024 QUT Faculty of Health Researcher of the Year

2023 ARC Future Fellowship

2022-present Highly Cited Researcher (Cross-field category)
2021 Zhicheng Teaching Award (first prize)

2012 Siebel Scholar
Awarded annually for academic excellence and demonstrated leadership to 85 top students from the world’s leading
graduate schools

2009 Joint CMU-U. of Pittsburgh PhD. in Computational Biology Research Excellence Award
2008 Joint CMU-U. of Pittsburgh PhD. in Computational Biology Academic Excellence Award
2006 Fulbright Fellow

2005 Scholarship from Portuguese Science Foundation

2001 Instituto Superior Técnico (IST) Academic Excellence Award

Highlighted publications

2024 C.D. Santos-Junior*, M. D. Torres*, ..., C. de la Fuente-Nunez 7, L. P. Coelho 7Discovery of antimicrobial pep-
tides in the global microbiome with machine learning in CeLL [DOI]

2022 L.P. Coelho et al. Towards the biogeography of prokaryotic genes in NATURE [DOI]

2022 S Pan, ..., L. P. Coelho A deep siamese neural network improves metagenome-assembled genomes in mi-
crobiome datasets across different environments in NATURE COMMUNICATIONS [DOI]

2015 S. Sunagawa*, L. P. Coelho*, S. Chaffron* et al., Structure and Function of the Global Ocean Microbiome in
ScieNcE [DOI]



http://orcid.org/0000-0002-9280-7885
http://dx.doi.org/10.1016/j.cell.2024.05.013
http://dx.doi.org/10.1038/s41586-021-04233-4
http://dx.doi.org/10.1038/s41467-022-29843-y
http://dx.doi.org/10.1126/science.1261359

Grants awarded (selected)

2022 Studying small proteins of the global microbiome using deep learning, Shanghai Municipal Science
and Technology Commission (SMSTC)

2020 Establishing a Monitoring Baseline for Antibiotic Resistance in Key environments (EMBARK)
International consortium to work on antimicrobial resistance, funded through JPI-AMR.

2019 Using deep learning to understand the microbiome, National Science Foundation of China

Service & outreach (selected)

2025-present Member of the Executive Committee for the Australian Bioinformatics And Computational
Biology Society (ABACBS)

2025-present Associate Editor for Microbiome
2021-2024 Member of the steering committee for mVIF (Microbiome Virtual International Forum)
2021-2023 Academic Editor for PLoS Computational Biology

2020-present Member of the ISCB (International Society for Computational Biology) Equity, Diversity and
Inclusion (EDI) Committee

2016-2021 Associate Editor for the Journal of Open Research Software

2014-2017 Postdoc representative at EMBL
I helped organized the 2015 and 2017 EMBL Postdoc retreats.

2014-2015 Organized Software Carpentry Workshop at EMBL
2012-2013 Member of the Organization of the Lisbon Machine Learning School

2010 Local Committee for Portuguese-American Postgraduate Society National Forum

Teaching & mentoring (selected)
2019-2023 Co-taught Scientific Communication at Fudan University, a one-semester graduate course

2012-present Certified Software Carpentry Instructor
I have given lectures on Software Carpentry in Germany, Denmark, Cyprus, Jordan, and Spain.

2009 Programming for Scientists
I designed and taught a semester-long course on computer programming for scientists at Carnegie Mellon University.

Bibliometric statistics
Total number of citations: 20,564 (Google Scholar); 12,634 (Web of Science)
h-index: 49 (Google Scholar); 41 (Web of Science)
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Language skills

Native speaker of English and Portuguese; fluent in German and French; intermediate Luxembourgish.
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Google scholar profile:
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First or corresponding author

(includes co-first/co-corresponding author publications)

Peer-reviewed research publications
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Svetlana Ugarcina Perovic, Vedanth Ramji, Hui Chong, Yigian Duan, Finlay Maguire, Luis Pedro Coelho,
argNorm: normalization of antibiotic resistance gene annotations to the Antibiotic Resistance Ontology (ARO), in
BIOINFORMATICS, 2025 [DOI]

. Yiqian Duan, Célio Dias Santos-Junior, Thomas Sebastian Schmidt, Anthony Fullam, Breno L. S. de Almeida,

Chengkai Zhu, Michael Kuhn, Xing-Ming Zhao¥, Peer Bork, Luis Pedro Coelho+, A catalog of small proteins
from the global microbiome, in NATURE COMMUNICATIONS, 2024 [DOI]
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Xing-Ming Zhao, Peer Bork, Jaime Huerta-Cepas, Cesar de la Fuente-Nunez, Luis Pedro Coelho, Discovery
of antimicrobial peptides in the global microbiome with machine learning, in CELL, 2024 [DOI]

. Marija Dmitrijeva, Janko Tackmann, Jodo Frederico Matias Rodrigues, Jaime Huerta-Cepas, Luis Pedro Coelho+,

Christian von Mering¥, A global survey of prokaryotic genomes reveals the eco-evolutionary pressures driving
horizontal gene transfer, in NATURE EcoLoGY & EVOLUTION, 2024 [DOI]

. Shaojun Pan, Xing-Ming Zhao*, Luis Pedro Coelho*, SemiBin2: self-supervised contrastive learning leads to

better MAGs for short- and long-read sequencing, in BIOINFORMATICS, 2023 [DOI]

. Senying Lai, Shaojun Pan, Luis Pedro Coelho*, Wei-Hua Chen’, Xing-Ming Zhao*, metaMIC: reference-free

Misassembly Identification and Correction of de novo metagenomic assemblies in GENOME Biorogy 2022 [DOI]

. Shaojun Pan, Chengkai Zhu, Xing-Ming Zhao*, and Luis Pedro Coelho* A deep siamese neural network improves

metagenome-assembled genomes in microbiome datasets across different environments in NATURE COMMUNICATIONS

2022 [DOI]
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Joaquin Giner-Lamia,Thomas Sebastian Schmidt, Daniel R. Mende, Askarbek Orakov, Ivica Letunic, Falk Hilde-
brand, Thea Van Rossum, Sofia K. Forslund, Supriya Khedkar, Oleksandr M. Maistrenko, Shaojun Pan, Long-
hao Jia, Pamela Ferretti, Shinichi Sunagawa, Xing-Ming Zhao, Henrik Bjeorn Nielsen, Jaime Huerta-Cepas*, and
Peer Bork®, Towards the biogeography of prokaryotic genes in NATURE 2022 [DOI]

. Célio Dias Santos-Junior, Shaojun Pan, Xing-Ming Zhao, Luis Pedro Coelho, MACREL: antimicrobial peptide

screening in genomes and metagenomes in PEER] 2020 [DOI]

Luis Pedro Coelho, Renato Alves, Paulo Monteiro, Jaime Huerta-Cepas, Ana Teresa Freitas, Peer Bork NG-
meta-profiler: fast processing of metagenomes using NGLess, a domain-specific language in MICROBIOME vol. 7,
84, 2019 [DOI]

Luis Pedro Coelho, Jens Kultima, Paul Costea, Coralie Fournier, Yuanlong Pan, Gail Czarnecki-Maulden,
Matthew Hayward, Kristoffer Forslund, Patrick Descombes, Janet Jackson, Qinghong Li, and Peer Bork Simi-
larity of the dog and human gut microbiomes in gene content and response to diet in MICROBIOME, vol 6:72, 2018
[DOI]

Luis Pedro Coelho, Jug: Software for parallel reproducible computation in Python in JOURNAL OF OPEN RESEARCH
SOFTWARE, 2017 [DOI]
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Sebastien Colin*, Luis Pedro Coelho*, Shinichi Sunagawa, Chris Bowler, Eric Karsenti, Peer Bork, Rainer Pep-
perkok, Colomban de Vargas, Quantitative 3D-imaging for cell biology and ecology of environmental microbial
eukaryotes in ELIFE, vol. 6:26066, 2017 [DOI]

Shinichi Sunagawa®, Luis Pedro Coelho*, Samuel Chaffron*, Jens Roat Kultima, Karine Labadie, Guillem
Salazar, Bardya Djahanschiri, Georg Zeller, Daniel R. Mende, Adriana Alberti, Francisco M. Cornejo-Castillo,
Paul I. Costea, Corinne Cruaud, Francesco d’Ovidio, Stefan Engelen, Isabel Ferrera, Josep M. Gasol, Lionel
Guidi, Falk Hildebrand, Florian Kokoszka, Cyrille Lepoivre, Gipsi Lima-Mendez, Julie Poulain, Bonnie T. Pou-
los, Marta Royo-Llonch, Hugo Sarmento, Sara Vieira-Silva, Céline Dimier, Marc Picheral, Sarah Searson, Ste-
fanie Kandels-Lewis, Tara Oceans coordinators, Chris Bowler, Colomban de Vargas, Gabriel Gorsky, Nigel
Grimsley, Pascal Hingamp, Daniele Iudicone, Olivier Jaillon, Fabrice Not, Hiroyuki Ogata, Stephane Pesant,
Sabrina Speich, Lars Stemmann, Matthew B. Sullivan, Jean Weissenbach, Patrick Wincker, Eric Karsenti, Jeroen
Raes, Silvia G. Acinas, Peer Bork, Structure and Function of the Global Ocean Microbiome in SCIENCE 348 (6237),
1261359, 2015 [DOI]

Luis Pedro Coelho, Catarina Pato, Ana Frides, Ariane Neumann, Maren von Kockritz-Blickwede, Mario Ramirez,
Jodo André Carrico, Automatic determination of NET (neutrophil extracellular traps) coverage in fluorescent mi-
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STRING PROCESSING AND INFORMATION RETRIEVAL, Lecture Notes in Computer Science, vol. 4209, pp. 329-336,
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Luis Pedro Coelho, For long-term sustainable software in bioinformatics, in PLOS CoOMPUTATIONAL B10LOGY,
2024 [DOI]

Luis Pedro Coelho, Célio Dias Santos-Junior, Cesar de la Fuente-Nunez, Challenges in computational discovery
of bioactive peptides in omics data, in PROTEOMICS, 2024 [DOI]

Luis Pedro Coelho Voices of the new generation: science in a state of benign confusion in NATURE REVIEWS
Mo1EcULAR CELL BroLogy 2020 [DOI]

Luis Pedro Coelho, Estelle Glory-Afshar, Joshua Kangas, Shannon Quinn, Aabid Shariff, and Robert F. Mur-
phy; Principles of Bioimage Informatics: Focus on machine learning of cell patterns in LINKING LITERATURE,
INFORMATION, AND KNOWLEDGE FOR B10L0GY, Lecture Notes in Computer Science, vol. 6004, pp. 8-18, 2010
[DOI]
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Co-authorships
Preprints submitted for publication

27. Lombard Fabien, Guidi Lionel, Manoela C. Brandio, Coelho Luis Pedro, Colin Sébastien, Dolan John Richard,
Elineau Amanda, Josep M Gasol, Grondin Pierre Luc, Henry Nicolas, Federico M Ibarbalz, Jalabert Laétitia,
Loreau Michel, Martini Séverinne, Mériguet Zoé, Picheral Marc, Juan José Pierella Karlusich, Rainer Pep-
perkok, Romagnan Jean-Baptiste, Zinger Lucie, Stemmann Lars, Silvia G Acinas, Karp-Boss Lee, Boss Em-
manuel, Matthew B. Sullivan, Colomban de Vargas, Bowler Chris, Karsenti Eric, Gorsky Gabriel, Tara Oceans
Coordinators, Ubiquity of inverted ‘gelatinous’ ecosystem pyramids in the global ocean, in BIoRx1v, 2024 [DOI]|

Peer-reviewed research publications
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Dominique Gauguier, Jens Peter Gotze, Lars Keber, Ran Kornowski, Henrik Vestergaard, Torben Hansen, Jean-
Daniel Zucker, Serge Hercberg, Ivica Letunic, Fredrik Backhed, Jean-Michel Oppert, Jens Nielsen, Jeroen Raes,
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